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Table S1. Components of culture media used in the Akkermansia growth studies.

Component BMM (amount/L) BMM-TT (amount/L)
KH2PO4 049 049
NazHPO4 0.53¢g 0.53¢g
NH4CI 0.3¢g 0.3¢g
NaCl 03¢ 03¢
MgCl26H20 0.1g 0.1g
NaHCO3 049 049
Resazurin 0.001 ¢ 0.001¢g
Trace mineral solution® 10 mL 10 mL
L-threonine 1 mM 11 mM
Tryptone 109 18 ¢
Na,S-9H,0! 059 059
Purified mucin* 59 5¢
Noble agar? 1.2 9 1.2 9

Trace mineral solution prepared using previously described proportions *.

Purified mucin was prepared from hog gastric mucin (type 111; Sigma-Aldrich, St. Louis, MO) as described previously °.
1 Added from sterile stock after autoclaving

2 Added only to the solid media

BMM = Basal mucin medium

BMM-TT = Basal mucin medium- threonine and tryptone



24  Table S2. Seventeen Akkermansia strains were isolated from healthy adult humans of various sex, age, diet, and ethnicity. At least one

25  representative of each phylogroup was isolated and had their genomes sequenced (*).

Subject Subject Subject Subject 16S rRNA gene
BioSample #

Isolate (phylogroup) Sex Age Diet Ethnicity accession #

Akkermansia CSUN-7* (Aml) Male 63 Omnivore Caucasian MK577303 SAMN14614183
Akkermansia CSUN-12* (Aml) Male 22 Omnivore Hispanic MK577304 SAMN14614184
Akkermansia CSUN-17* (Amll) Male 32 Omnivore Hispanic MK577312 SAMN14614185
Akkermansia CSUN-19* (AmIV) Male 65 Omnivore Caucasian MT274551 SAMN14614186
Akkermansia CSUN-23 (Aml) Male 27 Omnivore Caucasian MK577305 NA
Akkermansia CSUN-27 (Aml) Male 28 Omnivore Caucasian MK577306 NA
Akkermansia CSUN-28 (Aml) Male 33 Omnivore Hispanic MK577309 NA
Akkermansia CSUN-31 (Aml) Female 23 Vegan Hispanic MK577310 NA
Akkermansia CSUN-33* (Aml) Male 22 Vegetarian Hispanic MK577311 SAMN14614187
Akkermansia CSUN-34* (Amll) Male 22 Omnivore Hispanic MK577308 SAMN14614188
Akkermansia CSUN-36 (Aml) Female 39 Omnivore Caucasian MK577307 NA
Akkermansia CSUN-37* (AmlIV) Male Unknown Omnivore Unknown MT274548 SAMN14614189
Akkermansia CSUN-50* (AmlI) Female 23 Omnivore Hispanic MT274549 SAMN14614190

Akkermansia CSUN-54 (Aml) Female 48 Omnivore Hispanic MT274552 NA
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Akkermansia CSUN-56* (AmllI) Female 21 Omnivore Caucasian MT274553 SAMN14614191
Akkermansia CSUN-58* (AmlI) Female 33 Omnivore Hispanic MT274550 SAMN14614192

Akkermansia CSUN-59* (Aml) Female 59 Omnivore Caucasian MT274547 SAMN14614193

*denotes isolates with draft genome sequences

Table S3. Gradient used in the HPAEC-PAD analysis of culture supernatant for quantification of monosaccharides and oligosaccharides.

Solvent A was HPLC water, Solvent-B was 100mM NaOH + 7mM NaOAc, and Solvent-C was 100mM NaOH + 250mM NaOAc.

Time (min)  Solvent-A  Solvent-B  Solvent-C

0 80% 19% 1%
20.0 71% 19% 10%
60.0 0% 19% 81%
62.0 80% 19% 1%
77.0 80% 19% 1%
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Supplementary Figure S1. Representative chromatograms from a standard mix of human
milk oligosaccharides (A), and the zero time and 48-h cultures of mucin-containing media

supplemented with 2’-fucosyllactose (B), 6’-sialyllactose (C) and lacto-N-tetraose (D).
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Supplemental Figure 2. Akkermansia phylogroup Aml possesses the least number of
glycoside hydrolase (GH) gene annotations compared to the other phylogroups. Letters above
each box indicate results of the pairwise Dunn’s Test; boxes with different letters indicate
significant differences following correction of P-values using the Bonferroni correction

(Pcorrected< 0.01).



